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Coronavirus disease 2019 (COVID19), caused by severe acute = — — Downregulation of inflammatory response in severe cases
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Statistical analysis: Genes are tested for differential expression in
response to the severity compared against negative samples,
controlling for sex and age of the patients. For each gene, a single
linear regression is fit using all selected covariates to predict
expression. Statistical significance of expression differences was
adjusted with Benjamini-Yekutieli reducing the false-positive rate.
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